
Exceptional technology.
Extraordinary potential.
Introducing Guardant Infinity – the first and only commercial 
platform that combines epigenomic and genomic profiling via 
liquid biopsy to offer a truly multidimensional view of cancer.1

Precision oncology has advanced our ability to match the right patient 
to the right treatment at the right time – but we are just getting started. 

Genomic profiling 
offers details into 
alterations of the 
genomic DNA…

The epigenome is a dynamic 
landscape providing breakthrough 
insights to offer a more complete 

view of cancer2-5

A NEW DIMENSION OF INSIGHTS: AN EPIGENOMIC EXAMPLE

…while epigenomic profiling 
can help detect alterations to the 

expression of the genome.
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A growing body of evidence demonstrates that epigenetic changes have a 
tremendous impact on cancer development and progression.6,7

Epigenomic insights, specifically methylation sequencing, can advance 
multiple precision oncology applications. 

In a clinical setting, Guardant products powered by the Infinity platform can have:

BETTER PREDICT RESPONSE 
TO TREATMENT

Enhanced sensitivity, 
with 100x to 1000x more signals 

available to analyze1

Guardant Infinity will soon power our Treatment Selection & Monitoring 
portfolio of products.

The next era of precision oncology is here.

See what’s next, now, with Guardant Infinity.

Potentially identify subsets 
of patients eligible for 

specific therapies, predict 
response to therapy and 
survival probability10–12

IDENTIFY MORE 
PATIENTS

Even faster turnaround 
times post- sample receipt13

Dramatically improve 
sensitivity in MRD and 

monitoring & potentially 
identify up to 50% more 

cancer patients* 1,8,9

STRATIFY PATIENTS 
AND CANCERS

New insights  
across the continuum of care, 

from MRD to progression

Discriminate between 
cancer subtypes, 

allowing for more precise 
treatment selection12

*compared to genomic-only detection
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